
Fragmentation
method?

Fragmentation
method

gDNA

Amplicon resequencing

Whole genome resequencing
or targeted resequencing by library enrichment 

Ion Plus Fragment 
Library Kit (4471252)

Ion Xpress™ Plus 
Fragment Library Kit 
(Ion Shear™ Plus 
Reagents; 4471269)

Enzymatic

Defined panel
Existing custom primer sets
for amplicon sequencing

Physical
>400 bp* 
(enzymatic fragmentation)

<150 bp 
(no fragmentation)

RNA-Seq (whole transcriptome or small RNA)

Ion Kit Guide

Ion TargetSeq™ 
Custom Enrichment 
Kit (A14228, A14229, 
A14230)

Library targeted enrichment

Ion Xpress™ Plus 
Fragment Library Kit 
(Ion Shear™ Plus 
Reagents; 4471269)

Ion Plus Fragment 
Library Kit (4471252)

Read length

Ion Xpress™ Template 
Kit (4469001)

or
Ion OneTouch™ 
Template Kit (4468660)

Ion Xpress™ Template 
200 Kit (4471253)

Ion Sequencing 200 Kit 
(4471258)

Ion Sequencing Kit 
(4468997)

100-base reads 200-base reads

Ion AmpliSeq™ Cancer 
Panel (4472395)

Ion Sequencing Kit 
(4468997)

Ion Total RNA-Seq Kit 
(4466666)

100-base reads

For barcoded libraries, swap in:
Ion Xpress™ Barcode Adapters 
1–16 Kit (4471250)

For barcoded libraries, swap in:
Ion Xpress™ Barcode Adapters 
1–16 Kit (4471250)

Template 
preparation

Sequencing

Ion Xpress™ Template 
Kit (4469001)

or
 Ion OneTouch™ 
Template Kit (4468660)

User-supplied 
primers and 
reagents 
(Fusion PCR 
Method)

Custom fusion primers

Primer set

Target size

Application

Library
 preparation

* Enzymatic fragmentation of amplicons 275–400 bp in length has been demonstrated with supported protocols.


